The human microbiome has demonstrated importance for health and functioning in living individuals. However the fate of the microbiome after death is poorly understood. In addition to a better understanding of microbe-mediated decomposition processes, postmortem succession of human-associated microbial communities has been suggested as a possible forensic tool for estimating time since death, or postmortem interval (PMI).
157 While there was a clear change in the postmortem gut microbial community with time, there 158 were some differences between the three cadavers. For example, we observed increases in 159 Proteobacteria in two of the cadavers, and an increase in Synergistetes in the third (Figure 1 ). At 160 the OTU level, we observed some secondary clustering within the 'late' cluster: the later C5 and 161 B6 samples clustered together while D6 had slightly different community structures, largely due 162 to the proliferation of Proteobacteria and increase in Ignatzschineria ( Figure 4C ). 163 To determine the utility of using individual OTUs as a predictor of time since death, or 164 postmortem interval (PMI), we examined the relationships between OTUs and CDH. Table 1 165 lists OTUs with a significant correlation to CDH, positive or negative. The strongest individual 
